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Input Set: 



Output Set: 



Started: 2007-11-29 16:17:35.541 

Finished: 2007-11-29 16:17:35.814 

Elapsed: 0 hr(s) 0 min(s) 0 sec(s) 273 ms 

Total Warnings : 2 

Total Errors: 2 
No. of SeqIDs Defined: 4 
Actual SeqID Count : 4 

Error code Error Description 

W 213 Artificial or Unknown found in <213> in SEQ ID (3) 

E 224 <220>,<223> section required as <213> has Artificial sequence or 

Unknown in SEQID (3) 

W 213 Artificial or Unknown found in <213> in SEQ ID (4) 

E 224 <220>,<223> section required as <213> has Artificial sequence or 

Unknown in SEQID (4) 



SEQUENCE LISTING 

<110> CIPOLLONE, Francesco 
Mezzetti, Andrea 
Martinotti, Stefano 

<120> Method and kit for assessing the risk of cardiovascular 
pathologies with atheromatous etiology 

<130> NOTAR9 . 001APC 

<140> 10/567486 
<141> 2006-02-06 

<15 0> PCT/EP20 04/0 51711 
<151> 2004-08-04 

<150> IT MI2003A001607 
<151> 2003-08-05 

<160> 4 

<170> Patentln version 3.3 

<210> 1 

<211> 1400 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1335) . . (1400) 



<400> 1 

ttccagctgt caaaatctcc cttccatcta attaattcct catccaacta tgttccaaaa 60 

cgagaataga aaattagccc caataagccc aggcaactga aaagtaaatg ctatgttgta 12 0 

ctttgatcca tggtcacaac tcataatctt ggaaaagtgg acagaaaaga caaaagagtg 18 0 

aactttaaaa ctcgaattta ttttaccagt atctcctatg aagggctagt aaccaaaata 240 

atccacgcat cagggagaga aatgccttaa ggcatacgtt ttggacattt agcgtccctg 300 

caaattctgg ccatcgccgc ttcctttgtc catcagaagg caggaaactt tatattggtg 360 

acccgtggag ctcacattaa ctatttacag ggtaactgct taggaccagt attatgagga 420 

gaatttacct ttcccgcctc tctttccaag aaacaaggag ggggtgaagg tacggagaac 480 

agtatttctt ctgttgaaag caacttagct acaaagataa attacagcta tgtacactga 540 

aggtagctat ttcattccac aaaataagag ttttttaaaa agctatgtat gtatgtgctg 600 

catatagagc agatatacag cctattaagc gtcgtcacta aaacataaaa catgtcagcc 660 



tttcttaacc ttactcgccc cagtctgtcc cgacgtgact tcctcgaccc tctaaagacg 720 

tacagaccag acacggcggc ggcggcggga gaggggattc cctgcgcccc cggacctcag 780 

ggccgctcag attcctggag aggaagccaa gtgtccttct gccctccccc ggtatcccat 840 

ccaaggcgat cagtccagaa ctggctctcg gaagcgctcg ggcaaagact gcgaagaaga 90 0 

aaagacatct ggcggaaacc tgtgcgcctg gggcggtgga actcggggag gagagggagg 960 

gatcagacag gagagtgggg actaccccct ctgctcccaa attggggcag cttcctgggt 102 0 

ttccgatttt ctcatttccg tgggtaaaaa accctgcccc caccgggctt acgcaatttt 1080 

tttaagggga gaggagggaa aaatttgtgg ggggtacgaa aaggcggaaa gaaacagtca 1140 

tttcgtcaca tgggcttggt tttcagtctt ataaaaagga aggttctctc ggttagcgac 1200 

caattgtcat acgacttgca gtgagcgtca ggagcacgtc caggaactcc tcagcagcgc 1260 

ctccttcagc tccacagcca gacgccctca gacagcaaag cctacccccg cgccgcgccc 1320 

tgcccgccgc tgcg atg etc gec cgc gec ctg ctg ctg tgc gcg gtc ctg 1370 
Met Leu Ala Arg Ala Leu Leu Leu Cys Ala Val Leu 
15 10 

acg etc age cat aca ggt gag tac ctg gcg 1400 
Thr Leu Ser His Thr Gly Glu Tyr Leu Ala 



<210> 2 

<211> 22 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Leu Ala Arg Ala Leu Leu Leu Cys Ala Val Leu Thr Leu Ser His 
15 10 15 

Thr Gly Glu Tyr Leu Ala 

20 

<210> 3 
<211> 20 
<212> DNA 

<213> Artificial sequence 

<220> 

<221> primer_bind 

<222> (1) . . (20) 

<223> synthetic primer 



<400> 3 

ccgcttcctt tgtccatcag 



20 



<210> 4 

<211> 21 

<212> DNA 

<213> Artificial sequence 



<220> 

<221> primer_bind 

<222> (1) . . (21) 

<223> synthetic primer 



<400> 4 

gctatgtaca ctgaaggtag c 



21 



